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<210> 1 

<211> 2378 

<212> DNA 
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<400> 1 

gataaaccca caagacacaa aacatacctt tcgagcagtt gggccaagat ggcggccgcc 60 
gagggaccgg tgggcgacgg cgagctgtgg cagacctggc ttcctaacca cgtcgtgttc 120 
ttgcggctcc gggagggact gaaaaaccag agtccaaccg aagctgagaa accagcttct 180 
tcgtcgttgc cttcgtcgcc gccgccgcag ttgctgacga gaaacgtggt ctttggcctc 240 
ggcggagagc ttttcctgtg ggacggagaa gacagctcct tcttagtcgt tcgccttcgg 3 00 
ggccccagcg gcggcggcga agagcccgcc ctgtcccagt accagagatt gctttgcata 3 60 
aatccacccc tgtttgaaat ctatcaagtc ttgttaagcc caacacaaca tcatgtagca 420 
cttataggaa taaaaggact tatggtatta gaattaccta aaagatgggg gaagaattct 4 80 
gaatttgaag gtggaaaatc aacagtgaat tgtagtacca ctccagttgc ggagagattt 540 
ttcaccagtt ccacctctct gactctaaag catgctgcat ggtatccaag tgaaatcctg 600 
gatccccacg tagtgctgtt aacatcagac aacgtaatca gaatttactc tctacgtgag 660 
ccgcagacac ccactaacgt gataatactt tcagaagccg aagaggaaag tctagtactc 720 
aataaaggaa gggcgtatac cgcatctcta ggagagacag cagttgcatt tgactttggg 7 80 
ccattggacg cagtcccaaa gactctattt ggacaaaacg gcaaagatga agtagtggca 840 
tacccactgt acatcttata tgaaaatgga gagactttcc tgacatacat cagtctgtta 900 
cacagccctg gaaatatttg gaaagctgtt gggtccattg cccatgcatc tgcggctgaa 960 
gataactatg gttatgatgc gtgtgctgta ctctgcttac cctgtgtccc caatatctta 1020 
gtgatcgcta ctgaatcagg aatgctgtat cactgtgtcg tgctagaagg ggaagaagaa 1080 
gatgaccaca cgtcagaaaa gtcctgggat tccaggattg acctcattcc ttctctgtat 1140 
gtgtttgaat gtgttgagtt ggagcttgct ttgaaactgg catctggaga ggatgaccct 1200 
tttgattctg acttttcttg tccagtcaaa cttcatagag atcccaagtg tccttcaaga 1260 
tatcactgta ctcatgaagc tggtgtacat agtgttgggc taacttggat tcataaactt 1320 
cacaaatttc ttggatcaga tgaagaagat aaggatagtt tacaggaact ctctacagaa 13 80 
cagaaatgct ttgttgaaca catcctttgt acgaggccat tgccctgcag gcagccagct 1440 
ccaattcgag gattttggat tgtacctgac attctgggac ccacgatgat ctgcatcacc 1500 
agtacctatg aatgcctcat atggccgtta ttaagtacag tccatccagc gtctcctccc 1560 
ctgctttgta ctcgagaaga tgttgaagtg gcagagtctt ccctccgtgt tctggctgaa 1620 
accccagatt cctttgaaaa gcatattaga agcattttgc aacgtagtgt tgccaatcca 1680 
gcatttttga aagcttctga aaaggacata gcccctcctc ctgaagaatg ccttcagctc 174 0 
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ctcagcagag 
gaggagattc 
ctcagttatt 
aaatatgagg 
cacagttttc 
ttacagctga 
aaaaaggatt 
attctcagtg 
ataagggaaa 
caggagctga 
aggtagaatt 


ccacccaggt 
agcggagggt 
gtcgagaaga 
aagctaaaga 
actctgagct 
tacctgatca 
atcaacagca 
cctaccagcg 
tggtgaagca 
ctcacacctg 
atctaattta 


gttcagagag 
caaattatta 
gaggaaaagt 
aaaacaagag 
cccagttctc 
acttcgacat 
aaagatggag 
aaagtgcatt 
aatcaatgat 
aactgaacac 
taaaaaggtg 


cagtacattc 
tgtgaccaaa 
ctgcgggaaa 
gatatcatga 
tctgatagtg 
ttgggcaatg 
aaggtgttga 
cagtccatcc 
atccgcaatc 
cattgaaggc 
ttttgatg 


tcaaacagga 
aaaagaaaca 
tggctgagcg 
acaggatgaa 
agcgagacat 
ccatcaaaca 
gtcttccaaa 
tgaaagagga 
atgtaaactt 
ttaaacccat 


cttggcaaag 
actagaagat 
tttagctgac 
aaaactactt 
gaagaaagaa 
ggttactatg 
acccaccatt 
gggtgaacat 
ctgacaccac 
attgtaaaac 


1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2378 


<210> 2 
<211> 741 
<212> PRT 

<213 > Homo sapiens 


<400> 2 

Met Ala Ala Ala 
1 

Trp Leu Pro Asn 
20 

Asn Gin Ser Pro 
35 

Ser Ser Pro Pro 
50 

Gly Gly Glu Leu 
65 

Val Arg Leu Arg 


Gin Tyr Gin Arg 
100 

Gin Val Leu Leu 
115 

Lys Gly Leu Met 
130 

Glu Phe Glu Gly 
145 

Ala Glu Arg Phe 


Ala Trp Tyr Pro 
180 


Glu Gly Pro Val 
5 

His Val Val Phe 


Thr Glu Ala Glu 
40 

Pro Gin Leu Leu 
55 

Phe Leu Trp Asp 
70 

Gly Pro Ser Gly 
85 

Leu Leu Cys lie 


Ser Pro Thr Gin 
120 

Val Leu Glu Leu 
135 

Gly Lys Ser Thr 
150 

Phe Thr Ser Ser 
165 

Ser Glu lie Leu 


Gly Asp Gly Glu 
10 

Leu Arg Leu Arg 
25 

Lys Pro Ala Ser 


Thr Arg Asn Val 
60 

Gly Glu Asp Ser 
75 

Gly Gly Glu Glu 
90 

Asn Pro Pro Leu 
105 

His His Val Ala 


Pro Lys Arg Trp 
140 

Val Asn Cys Ser 
155 

Thr Ser Leu Thr 
170 

Asp Pro His Val 
185 


Leu Trp Gin Thr 
15 

Glu Gly Leu Lys 
30 

Ser Ser Leu Pro 
45 

Val Phe Gly Leu 


Ser Phe Leu Val 
80 

Pro Ala Leu Ser 
95 

Phe Glu lie Tyr 
110 

Leu lie Gly He 
125 

Gly Lys Asn Ser 


Thr Thr Pro Val 
160 

Leu Lys His Ala 
175 

Val Leu Leu Thr 
190 
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Ser Asp Asn Val lie Arg lie Tyr Ser Leu Arg Glu Pro Gin Thr Pro 
195 200 205 

Thr Asn Val lie lie Leu Ser Glu Ala Glu Glu Glu Ser Leu Val Leu 
210 215 220 

Asn Lys Gly Arg Ala Tyr Thr Ala Ser Leu Gly Glu Thr Ala Val Ala 
225 230 235 240 

Phe Asp Phe Gly Pro Leu Asp Ala Val Pro Lys Thr Leu Phe Gly Gin 
245 250 255 

Asn Gly Lys Asp Glu Val Val Ala Tyr Pro Leu Tyr lie Leu Tyr Glu 
260 265 270 

Asn Gly Glu Thr Phe Leu Thr Tyr lie Ser Leu Leu His Ser Pro Gly 
275 280 285 

Asn lie Trp Lys Ala Val Gly Ser lie Ala His Ala Ser Ala Ala Glu 
290 295 300 

Asp Asn Tyr Gly Tyr Asp Ala Cys Ala Val Leu Cys Leu Pro Cys Val 
305 310 315 320 

Pro Asn lie Leu Val lie Ala Thr Glu Ser Gly Met Leu Tyr His Cys 
325 330 335 

Val Val Leu Glu Gly Glu Glu Glu Asp Asp His Thr Ser Glu Lys Ser 
340 345 350 

Trp Asp Ser Arg lie Asp Leu He Pro Ser Leu Tyr Val Phe Glu Cys 
355 360 365 

Val Glu Leu Glu Leu Ala Leu Lys Leu Ala Ser Gly Glu Asp Asp Pro 
370 375 380 

Phe Asp Ser Asp Phe Ser Cys Pro Val Lys Leu His Arg Asp Pro Lys 
385 390 395 400 

Cys Pro Ser Arg Tyr His Cys Thr His Glu Ala Gly Val His Ser Val 
405 410 415 

Gly Leu Thr Trp He His Lys Leu His Lys Phe Leu Gly Ser Asp Glu 
420 425 430 

Glu Asp Lys Asp Ser Leu Gin Glu Leu Ser Thr Glu Gin Lys Cys Phe 
435 440 445 

Val Glu His He Leu Cys Thr Arg Pro Leu Pro Cys Arg Gin Pro Ala 
450 455 460 

Pro He Arg Gly Phe Trp He Val Pro Asp He Leu Gly Pro Thr Met 
465 470 475 480 
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lie Cys lie Thr Ser Thr Tyr Glu Cys Leu lie Trp Pro Leu Leu Ser 
485 490 495 

Thr Val His Pro Ala Ser Pro Pro Leu Leu Cys Thr Arg Glu Asp Val 
500 505 510 

Glu Val Ala Glu Ser Ser Leu Arg Val Leu Ala Glu Thr Pro Asp Ser 
515 520 525 

Phe Glu Lys His lie Arg Ser lie Leu Gin Arg Ser Val Ala Asn Pro 
530 535 540 

Ala Phe Leu Lys Ala Ser Glu Lys Asp lie Ala Pro Pro Pro Glu Glu 
545 550 555 560 

Cys Leu Gin Leu Leu Ser Arg Ala Thr Gin Val Phe Arg Glu Gin Tyr 
565 570 575 

lie Leu Lys Gin Asp Leu Ala Lys Glu Glu lie Gin Arg Arg Val Lys 
580 585 590 

Leu Leu Cys Asp Gin Lys Lys Lys Gin Leu Glu Asp Leu Ser Tyr Cys 
595 600 605 

Arg Glu Glu Arg Lys Ser Leu Arg Glu Met Ala Glu Arg Leu Ala Asp 
610 615 620 

Lys Tyr Glu Glu Ala Lys Glu Lys Gin Glu Asp lie Met Asn Arg Met 
625 630 635 640 

Lys Lys Leu Leu His Ser Phe His Ser Glu Leu Pro Val Leu Ser Asp 
645 650 655 

Ser Glu Arg Asp Met Lys Lys Glu Leu Gin Leu He Pro Asp Gin Leu 
660 665 670 

Arg His Leu Gly Asn Ala He Lys Gin Val Thr Met Lys Lys Asp Tyr 
675 680 685 

Gin Gin Gin Lys Met Glu Lys Val Leu Ser Leu Pro Lys Pro Thr He 
690 695 700 

He Leu Ser Ala Tyr Gin Arg Lys Cys He Gin Ser He Leu Lys Glu 
705 710 715 720 

Glu Gly Glu His He Arg Glu Met Val Lys Gin He Asn Asp He Arg 
725 730 735 

Asn His Val Asn Phe 
740 


